‘FingerPrints’ Proteomics Facility

Centre for Post-Genomics and Molecular Interactions

 Sample Analysis Login Form

Section A: Personal Information

Name:



Group:

Tel:




Date:

Email:



Order No/Cost Centre:

Address:



Address for Invoice:
Section B: Sample Information

[image: image1.emf] 




Section C: Sample Details for SDS-PAGE gel analysis

	Number
	Sample Name
	Storage Position

(Internal Use Only)

	1
	
	

	2
	
	

	3
	
	

	4
	
	

	5
	
	

	6
	
	

	7
	
	

	8
	
	


Relevant Gel Information


Section D: SDS-PAGE Gel Image(s)

Section E: Excised Bands/Spots

	Number
	Band ID
	Storage Position
	Number
	Band ID
	Storage Position

	1
	
	
	31
	
	

	2
	
	
	32
	
	

	3
	
	
	33
	
	

	4
	
	
	34
	
	

	5
	
	
	35
	
	

	6
	
	
	36
	
	

	7
	
	
	37
	
	

	8
	
	
	38
	
	

	9
	
	
	39
	
	

	10
	
	
	40
	
	

	11
	
	
	41
	
	

	12
	
	
	42
	
	

	13
	
	
	43
	
	

	14
	
	
	44
	
	

	15
	
	
	45
	
	

	16
	
	
	46
	
	

	17
	
	
	47
	
	

	18
	
	
	48
	
	

	19
	
	
	49
	
	

	20
	
	
	50
	
	

	21
	
	
	51
	
	

	22
	
	
	52
	
	

	23
	
	
	53
	
	

	23
	
	
	54
	
	

	25
	
	
	55
	
	

	26
	
	
	56
	
	

	27
	
	
	57
	
	

	28
	
	
	58
	
	

	29
	
	
	59
	
	

	30
	
	
	60
	
	


Section F: Phosphorylation Site Mapping






Comments (Internal Use Only)

When you have filled in the relevant sections of this form please send it along with your samples to:
FingerPrints Proteomics Facility, 
Post-Genomics and Molecular Interactions Centre, 
School of Life Sciences,
MSI/WTB/CIR Complex, 
University of Dundee, 
Dow Street, 
DUNDEE, 
DD1 5EH 

Please also email a completed form (as a word document) to: 
d.j.lamont@dundee.ac.uk
Facility staff can be contacted on the following numbers:

Facility Office: 
01382-38(8275)

MS Lab: 

01382-38(4797)

Regards

Douglas Lamont

Facility Manager

Describe Sample Origin (e.g. species, tissue, naturally derived or recombinant etc):








Sample Processing and Analysis Required (select all that apply): 





1D SDS-PAGE Analysis			Protein ID by nlc-ms-Ms


			


Phosphorylation Site Mapping 		Digestion  eg Trypsin:	       





Protein Quantitation eg  SILAC:               �                           	





Protein Alkylation 





Has the sample been reductively alkylated:	YES/NO





If YES then please state alkylation reagent used (e.g. iodoacetamide):





Describe Sample Condition (e.g. In solution, Immunoprecipitate, gel piece, please include details of buffer used):





Please use this section to include relevant details of previous gel runs ( e.g. sample amounts, buffer system (e.g. MES), gel type (e.g. 4-12%), staining method etc:

















Please state any sequence differences between Protein Accession No: and your protein (Please include exact details of any deletions, mutations, GST, linkers or tags):





Please list the complete amino acid sequence (single letter code) of your protein (including linkers, tags etc): 





Protein Accession No: (e.g. NCBInr, Uniprot, Swissprot):





Species: (eg Human expressed in E.coli):





Phosphoprotein Name:








